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fEARIIEH

HhAROJ&ES 258281

TSAIIS%EY DM ERKIEM,
BTBELIEMERXKIS M (kU HL 25— 1)

208 (10t x2X 1) —7)

251592 1008 (104X 10X 1) —7)

251417

Staphylococcus aureus
Escherichia coli

HmE

IS IMCCLORE DO HATE 2L 5ICEAG DTN
EFTHEORVEM T HBEAMKRISICT CNc—iR D BER
TSAIS%EY DINERERKIE M L 05 LRMIRR OIEEIREH TH
SBTBAEMEXIBMDIEASHETT,

ERAE

HEREEICRE SNRIEITRPAICEHICEREREL TS,

BREL/CEMIETEZLEITREBS COF TG R TI8~ 4R REEEL
F9, (REEARBEIFLBRVNTE S

UERIEE CRDOREEROBRVEE T IHICURBRICRKRYER
LT TV

62

10047 (LDIP) (104X 10X 1) —7F)

HERY (FEBIK1LE D)

TSAI5%E Y o i RER M
7]'{1’(\/—%;ﬁ/fb/\°7"\/ ................................................
RE—NINAVEERTRY

Y (2 ot D Ly NI TORORI

L

BHAEHE |\ SIIITITR vveervreenneeesnseeensne et et

%3{ .............................................................................. l40g
pH7.32£0.2

BTBYLAEMERH it

A N i PP 5.0g

gﬁ@s@% RPIAE AT ID weeevreannnranireaie e 5.0g

= P P P PP PPN 6.0g
pHT.4502

mEBIREE

TSAIIS%E Y P REX E#

o E B E R /ATCC™ HIER%E

Streptococcus pneumoniae RifeHBE. a8

ATCC 6305

Streptococcus pyogenes R 58 LAl

ATCC 19615

Staphylococcus aureus RIFeFHE. p-A10

ATCC 25923

Escherichia coli RF7BES. B-7AaMm

ATCC 25922

BTBIL¥ENMEX Ht

o E B E R /ATCC™ HIERAE

Escherichia coli RIFBHE

ATCC 25922

Klebsiella pneumoniae BIFBRE

ATCC 33495

Proteus mirabilis REFBHE

ATCC 12453

Pseudomonas aeruginosa RIFAEHE

ATCC 27853

Shigella dysenteriae REFBHE

ATCC 9361

Staphylococcus aureus REFBHE

ATCC 25923

Streptococcus pyogenes HBEE

ATCC 19615

KRR BFEREOREICIIENDUBERMEBVWVREEZRBL TS



7 B35
TSAIIS% Y MBEXISH
FadL—MIEXEE

HROTES 251302 : 208 (10# X221 —7)
251303 : 100# (104X 10X 1) —7)
251416 : 1004 (LDIP) (10#&X10X ') —7)

fEARIIEH

HERY (FEBIK1LE D)

TSAI5%E Y o i RER M
7]'{1’(\/—%;ﬁ/fb/\°7"\/ ................................................
RE—NINAVEERTRY

=t o al U Ly NI RS PR PP PP PR

= N TP L TP PR P PP PP P PR PEPPEPTR

PR A |\ SO +eeee e e e e e

[ R E T T P PP PP P S PP PR 14.0g
pH7.3+0.2

FadL—hIEXE#

T A —ESE L AR TR v 7.5g

EAER — X TS LA TS e 75g

FUEOTSTARA
UVBE—IKEA T L
BT IKERNIT L
Y (ot Loy AN PP

12.0g
pH7.240.2
mETEAE
TSAIIS%E Y P I REX S
o E B E/ATCC™ HIERAE
. Streptococcus pneumoniae RifeBE. a8
Streptocogcus'pneumonlae ATCC 6305
Haemophilus influenzae Streptococcus pyogenes REFB3HE B-AM
ATCC 19615
Staphylococcus aureus R 5E. p-AL
=l
L ATCC 25923
AEHIE I C2RBEOEMAHA TS 5L SICHBABD N Escherichia coli RYUF#FE. B-AN
BRI THED R T RE BRI Chie—ig5) B picC 2
TSAII5% &Y PR EX i © Haemophilus/E B« Neisseria/g & FaaL— MIEXHEH
BEDREEZROELVEODBERICRERTIIL—MIEX REEEE/ATCC™ HIEERE
EHOBASHETE, Haemophilus influenzae RIFAERE
ATCC 10211
Haemophilus parainfluenzae RIFAREE
. ATCC 51505
ERE Neisseria gonorrhoeae RIFBHE
MERBEE TR ESNREERPICEICEREEL T T L, ATCC 43069 N
DRDBIZ ISR AR EBRT SMEH B BB TES Neisseria gonorrhoeae RIFGHE
72 PR35, TR REIBRE 3~ 5% DM T TI8~ 4B B LY, ATCC 35201
Neisseria meningitidis RIFAREE
ATCC 13090
Streptococcus pneumoniae RIFBHE
ATCC 6305
Streptococcus pyogenes REFBHE
ATCC 19615

KRENBRERORE ICIFANZHBAEEREB VR EZRBL TS,
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Streptococcus pnemoniae
Haemophilus influenzae

HmE

RIS I CBEOBMA R A TE3LIITBAEDINTE
FTHHERO RV T, MREXFMOEREREITZOEET,
DS, pneumoniaex B LB TEE L5 KEXFEE (OO
ZDAZTEBLUOEBODRAE—R) 280 ERTHZ Y IM
REXIEMZ ¥ HaemophilusBE . Neisseria B & 74 C DRBEEK
DELVEDODBEEICREARTFIIL — MNEXEOBRAED
BTY,

ERA®E

MEREEICIRHH INICRARIER MBS ICEREREL TSV
MRDBHIFREEA R BRI IMAENZ Ve EBLISEIETES
7R EL35°C. B L R FRIBE3~5% DR N TI8~24FRIEE LT,

*LDIP:Low Devider | Plate (&ALt D ) Ei$Zih)
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JMBEERRITMZ,
9’-3:Il/— MIEXIEHHLDIP

HROTES 252793 : 1008 (10¥X 10X 1) —7)

HERY (FEBK1LE D)

bV U IRER S Z

ﬁﬂ%)—ﬁﬁ?ﬁbe7I~> ................................................
KRG — /N EERT >
(LRI Ly coeeereeerreennenninenens
BRARAE £ ik

RERF

Fadl—MIEXIEH

ﬁﬂ{)—ﬁ%?ﬁ’fKN7I~> ................................................ 75g

IR — R TV TR e 7.5g

ROEQTSUTARA, v 10g

VS ER—IKER SN I Ly wveeereeeeenns 4_0g

USEETKFEAUD Ly e 1.0g

G RIJTT Ly everemeneneeeeeenns 5.0g

TS =7 | < SRR 10.0g

TFAVIARILK wooeereessnessrnscinnes -+ 10.0mL

%3{ .............................................................................. 120g
pH7.2402

mEBIEEE

by MRRKIEHZ

SEEEE/ATCC™ HIERAE

Streptococcus pneumoniae RifeHB a8

ATCC 6305

Streptococcus pyogenes R 5B LAl

ATCC 19615

Staphylococcus aureus R HE. LA

ATCC 25923

Escherichia coli RiFBEB . S-AM

ATCC 25922

FadlL—MIEXEH

m E EIRER/ATCC™ HIERRE
Haemophilus influenzae RIFARE
ATCC 10211

Haemophilus parainfluenzae RIFAHFEE
ATCC 51505

Neisseria gonorrhoeae REFBHE
ATCC 43069

Neisseria gonorrhoeae RIFAEREE
ATCC 35201

Neisseria meningitidis RIFAHEE
ATCC 13090

Streptococcus pneumoniae REFBHE
ATCC 6305

Streptococcus pyogenes RBIFBREE
ATCC 19615

HERNBFREOREICIIENDUBERMEBVREEZRBL TS
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fEARIIEH

TSAIIS%EY M AFEXIgH
ORIV FEMFaal—MIEXE

HROJFS 251789 : 20 (108 X2 1) —7)

Streptococcus pyogenes
Haemophilus influenzae

HmE

REHS I C2EBOEMAHATEZLSICBAED N
BRI THROBVEHIC R BN AMRIGICT Sc— o BER
TSAIIS% Y 2 MARERIZH & Haemophilus BB # BIRDBETE
BN TOURIMFIOL—MEXBEDEASHETY,

ERAEE

MEREEICEH SR ARIERPDNCEHICERREREL T TV
MRDBEICISREEN R 2B RS DHMREND W HBLIIEMIITED
T FL35°C BRI bR FRIRE 3~5% DR T TI8~24REEE LT,

65

HERR (FERIZK1LED)
TSAII5%E YV MREX )
ﬁt{)—ﬁ”?%fh&?’b‘/ ................................................ l45g
KRG — NS A B AR TR e 5.0g
tg{tj—'\ljlj_L\ ............................................................... 50g
%ﬁ% ........................................................................ l.5g
Hmﬁﬁt“/‘)ﬁﬂ/& ............................................................ 50mL
%BE .............................................................................. 140g
pH7.320.2
NORSSUHMFaqL— I EREH
7]'@’(\/—%‘;ﬁlfb/\°7|‘\/ ................................................ 7.5g
R — R TV AR TR o 7.5g
I*"j:EEl:l“/'C‘/u/SVv ...................................................... lOg
V) S BB—IKER IV T weeeeeeseeeee e 4.0g
UVER KRNI Ly oo 1.0g
B RS Ly s 5.0g
ANEHOEY oo 10.0g
TAVIABILK e 10.0mL
NIRTY e 16500U
ga{ .............................................................................. 120g
pH7.2£0.2
mETEARE
TSAII5%E Y R EX IS
o B IR Rk /ATCC™ HIEEE
Streptococcus pneumoniae RifeHBE. a8
ATCC 6305
Streptococcus pyogenes R 58 p-AL
ATCC 19615
Staphylococcus aureus RifesE. p-Al
ATCC 25923
Escherichia coli RiFaFE.p-Al
ATCC 25922

N UERMFIaL— M EBXEH]

mmE B R /ATCC™ HIER%E
Haemophilus influenzae RIS
ATCC 10211

Haemophilus parainfluenzae BIFHHEE
ATCC 51505

Neisseria lactamica HBBEE
ATCC 23970

Streptococcus agalactiae HEREE
ATCC 12386

Streptococcus pneumoniae HBBEZE
ATCC 6305

MERBBHRRE DREICISEAZHTAERMZAVREEER LTI T L,



73

fEARIIEH

HROTES 251290 : 208 (108 X2 1) —7)

Staphylococcus aureus
Escherichia coli

HmE

RIS I COBBOEMAMFRATEZLSICHAE DN
BRI THRO BV T E B BAMRISICT <Snic—iROBER
TSAIS%EY P MERREM Y 5 LBREREDORIRDBICT S
Ny F—IBXEHOEAEHETT,

ERAEE

MEREEICEH SR ARIERPDNCEHICERREREL T TV
BRELIEMIITI BT RGBS COFRMNEM T T8~ 24REEEL
F9, (KEAREEIZLBVTIZ T
LUREBETROEEZROBVEEIE. TOICU4RBERICERYEE
LTI E W

66

TSAIIS% Y MBEXISH
IV —IIEXEEM

HERY (FEBK1LE D)

TSAI5%E Y 2 i RER M
NEA—FEEERTRY e
RE—ININAVEERT Y
jnﬁnﬂ:j— |\ |) '7_L\ ..........................
%ﬁ? ...................................
H%ﬁ?ﬁ t\\/:)ml-;& .......................

..................................... l5g
..................................... SOmL
..................................... 140g

pH7.340.2

13.5g
pH7.1+0.2

TSAII5%E Y M iREX
mE EEEM/ATCC™
Streptococcus pneumoniae
ATCC 6305

Streptococcus pyogenes
ATCC 19615

Staphylococcus aureus
ATCC 25923

Escherichia coli

ATCC 25922

RyaAVF—IIEXREH
mEEEE/ATCC™
Escherichia coli

ATCC 25922

Proteus mirabilis

ATCC 12453

Salmonella Thphimurium
ATCC 14028

Shigella dysenteriae
ATCC 9361

Pseudomonas aeruginosa
ATCC 10145

Enterococcus faecalis
ATCC 29212

HERLE
REFBFEB a-8M

RIFBFE. LA

RiF#¥EE.B-AM

RIFBFE. LA

HERE
RFBFEEOEELICERED

REF3E GBEMELE

REFAFEE

RUFB3H

REFAFEE

REMEE

HMEERBGHRRRDOREICIIANZUBERREBVREZRBLTITIZE L,
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fEARIIEH

CAZRIN5% Y Pl AREX S (M),
2y A F—IRKIEHLDIP

HROTFS 252417 : 200 (108 X2 1) —7)

. . oy
I i

|{ ..w---- L

.

Staphylococcus saprophyticus
Escherichia coli Serratia marcescens

HmE

£V DIMBREKEM (M) ICOURF Y ETINLAF LRI Y
SLBMHEOBERICE L MREXRIBH C O T LRIERE D%
ROBEEMTHZT Y AVF—IIEXRBOEASHOEIC 7& DF
FoHEBSNBEY DL v— LT YA UICEDEDOMAE
L= FE LT,

ERA*E

HEREZICRE HINIOREIR PN B ICERERE L TR EW
HIE LM TER R T R COF RBIRM T TI8~24RREIEEL
F9, (KEARBEIZLBVTIZEL
24%%?1%%_6%0)%?%1:/@\@@\4“
LTI T,

B TOIC4RRERICREYIEE

67

HEBR (FEBZK1LZ D)
CARINS% LY 2 MAREX I (M)
j]ﬂ,r\/_gg;%’fb/qu\/ ................................................ l45g
KE—/VNA TR TRY crrerrnreriii 5.0g
FEAE TRy ceeeereeereeeeieeiiiii 5.0g
%ﬁ% .......................... l.5g
B AR N SO wvvvrerrernseeens s s 50mL
%9{ .............................................................................. 14 Og
JURFY
TS AT L
pH7.2£0.2
TyAVF—IIBRIEH
17.0g
1.5g
1.5g
10.0g
1.5g
5.0g
30.0mg
1.0mg
13.5¢g
pH7.1£0.2

mEEEEE
CARIS% Y T ik ERE# (M)
B EIRE R /ATCC™ HIERAE
Streptcoccus pneumoniae B HFE. -4l
ATCC 6305
Streptcoccus pyogenes R HE LA
ATCC 19615
Staphylococcus aureus RifasB. f-/A0
ATCC 25923
Proteus mirabilis FEREIERLE
ATCC 12453
Pseudomonas aeruginosa HEBE
ATCC 10145
YAV F—IBXIEH
SREEEE/ATCC™ HERE
Escherichia coli RifeRBEOREBLIOERE
ATCC 25922
Proteus mirabilis RUFHFEIFERELE
ATCC 12453
Salmonella Thphimurium BIFBRE
ATCC 14028
Shigella dysenteriae REFBHE
ATCC 9361
Pseudomonas aeruginosa RIFAEHE
ATCC 10145
Enterococcus faecalis HEMRE
ATCC 29212

HEABSHEREDRE SN BT BERRE AW REZREL T E L,



7 B35
OO E 7CNAS% Y DR ERKEE M
IV AT —IIEXEEH

HROTES 251600 : 208 (108 X2 1) —7)

fEARIIEH

HERY (FEBK1LE D)

OOYET7CNAS%E Y SR EXR
j]-{z,r\/_gg;%’fb/qu\/ ................................................
EIER — R T B R TRy

USSR weveereneen et
PR LEHE Y ST +vveevveeneesneesneenseesneesseesee st et

%3{ .............................................................................. 135g

YAV F—IRK IS

‘t’ﬁ?‘\/_ﬂg;ﬁbej"\/ ................................................

PEAD =R T R e
R — R TSV R TR

.............................................................................. l35g
. H7.14+0.2
Staphylococcus saprophyticus 8
Escherichia coli Serratia marcescens
mEEEEAE
HoiiE OO0V E7CNAS%E Y SRR R
A VTR A TE 3L 3IHAA DN E SR BB EH/ATCC™ HER

FTHED BB T RB T NS LB HERE OBIRE
HTHZIAOETCNASYE Y SIMBRERIEM E FS5 LB HEER
DFRDBEICT <Ny T F—IBREHOEAEHE T,

Streptococcus pneumoniae
ATCC 6305

Streptococcus pyogenes
ATCC 19615

REFBHE a-7AM

RiFBFEE.B-AM

Staphylococcus aureus RiF 58 p-AL
ATCC 25923
S Proteus mirabilis HKEMEE
ERsE ATCC 12453
MBERERICRHINIREIE PN ICERRBEEL TSV
BELIIEMIETE 272 1T RS COF RN T T8~ 4R EIEEL YAV F—IIEXR G
F9, (REARBEIZLAVTESL) mEEERE%/ATCC™ HERE
UREIBETEOREB RO AVESIE I5IC14RBRICREHESR Escherichia coli R RERALICERE
2L T W ATCC 25922
Proteus mirabilis RUF 5B e LE
ATCC 12453
Salmonella Thphimurium BIFBEE
ATCC 14028
Shigella dysenteriae REFBHE
ATCC 9361
Pseudomonas aeruginosa RIFARE
ATCC 10145
Enterococcus faecalis KBRS

68

ATCC 29212

HEARB B REDRE 1SN BT BER R E AW REZREL T T L,



7 B35
TSAIIS% Y MBEXISH
DHLEXIZith

HROFES 252022 : 1008 (10X 10X 1) —7)

fEARIIEH

HERE (FERIKILED)
TSAlIS%E Y < MR RE
ﬁt{)—ﬁ”?%fh&?’b‘/ ................................................ l45g
KRG — NS A B AR TR e 5.0g
tg{tj—'\ljlj_h ............................................................... 50g
%ﬁ% ........................................................................ l.5g
Hmﬁﬁt“/‘)ﬁﬂ/& ............................................................ 50mL
5!2‘%95 .............................................................................. 140g
pH7.340.2
DHLEXEH
A N i PP 10.0g
EMIMBRE — R TS IE AR TR v 10.0g
BSI;Z ........................................................................ 3 Og
?L*’E .............................................................................. lO Og
g T 10.0g
FRAFLA—NEF I L e 1.0g
FATRBS ULy v 2.3g
DIUBF DL oo 1.0g
DLV T YT DL oo 1.0g
— '\7”/'/\\/'\‘ ......................................................... 30 Omg
%9{ .............................................................................. lSOg
pHT.6+0.2
Enterococcus faecalis
Escherichia coli
mEEEREE
o TSAII5% Y Sk ERE#
el REEEEH/ATCC™ U
AEHIE I CUEEOBMAHATIZLSICHAE O INE Streptococcus pneumoniae R BFEE. a-7Al
BRI THEORVE T REEAMRIGICT SNc—RDBER ATCC 6305 o
TSAIIS% LY & MTRERIEH . 55 LRI E O RIRS BT < Jeptococcus progenes RIFR3A.p
NI-DHLIERIBHOBAEDETT, Staphylococcus aureus R BEB . S-AM
ATCC 25923
Escherichia coli R 58 LAl
ERAE ATCC 25922
MERER IR SNIREILEP SIS E R ERE LTS T L, DHLEF
%*ﬁLTC%%LI—E‘%%TSU$<35°C@ﬁﬁ5@%f¢??l8~245¥}%ﬁtﬁ%L REEIEEE/ATCC™ HEEE
9o (ﬁ@ﬁxi&ét;btguf(ﬁéu) R Salmonella Thphimurium RIFBREE CAKRESE
UREIBETEOREB RO AVESIE I5IC14RBRICREHESR ATCC 14008
FfL TS, Shigella dysenteriae REFBHE
ATCC 9361
Escherichia coli B HRREBRE (LYAR)
ATCC 25922
Proteus mirabilis B 5E e LE
ATCC 12453
Pseudomonas aeruginosa REFARE
ATCC 10145
Enterococcus faecalis REMEE
ATCC 29212

MERBBHERE DREICIEEAZHTAERMZAVREEER L TTEE L,

69



73

fEARIIEH

e W

Y, sw .o
LI T . .
. .
& » a | as
L]

.... L - -

Escherichia coli
Enterococcus faecalis

sas & pme o0 g

HmE

RIS I C2OBEDEMA A TS 3L DICHEAEDENT(E
A THERORBVWEMT EEM B MRIGICT Sic— D BEA
TSAIS%E Y DMk ERE C RIGIAED SR E D7) B - BEGT
BIRBICHVWAIBEREM TH S CHROMagar™ 1 T 7 —3>3
VERIBMOEASHETT,

70

TSAIS%EY I iREXEM,
| CHROMagar" VI V7= 3 /BKigH

HROFES 252075 : 1008 (10¥X 10X 1) —7)

HERR (FERIZK1LED)
TSAIIS%E Y S RERE#
7]'{1’(\/—%;%{&&7"\/ ................................................ l45g
K =NINAVBIERTEY e 5.0g
BT RUDTL oo 5.0¢g
FHER T e 1.5g
BRARMEE Y SR oo 50mL
%3{ .............................................................................. 140g
pH7.30.2
CHROMagar™ ALY 7—a EXRiEH
QDL\/\jt\/ ............................................................... l65g
FEEVELEISR A veeeeeer et 13g
%3{ .............................................................................. l50g
pH7.2£0.2

AEHIIHICEDEBN BT EI A HOETOTEARIETITAE
RYIZADRIREF LTI E W

mEBIREE
TSAIIS% Y ¥ IR R &1
SEEEE#/ATCC™ HIERAE
Streptococcus pneumoniae RifeHBE a8
ATCC 6305
Streptococcus pyogenes R 58 B4l
ATCC 19615
Staphylococcus aureus R 5E. LAl
ATCC 25923
Escherichia coli RifBEB. f-AM
ATCC 25922

CHROMagar™ AU I > 57— a3 EBXRIGH

mEEEE/ATCC™ HIERAE
Enterobacter cloacae REFHREB. 56
ATCC 13047

Escherichia coli BB RS
ATCC 25922

Proteus mirabilis BIF B,
ATCC 12453 FEOEOIO=Z—CRABENEE
Enterococcus faecalis REHHEB. 56
ATCC 29212

Staphylococcus aureus B HREE. VU—LE
ATCC 25923

ERAE

MEREZICIEHINBRERIERCMNCEHICEFREREL TS
HAE LTI T E A1 1T 235 COIF & S ffF'F‘C20~24B%Fﬁtﬁ§L
F9, (REEARBEIFLARVTEELY)
HICEDREEENRIBINLIO T IEETIIHDOBRFEEZR/NRICHZ
TLIRE VN,

MERBRRE DREICIEEAZHTAERRZAVREEER L TTETE L,



palCIb=iu

fEARIIEH

Escherichia coli 0157
Salmonella Enteritidis

HmE

AREHIZ LI C2BBOBMMNHFATETELSICHEAEDIN
TEANTHEORWBM T RREABEOLSTODBMIEEIC
BWLIEVILE =LAy O Y — I BRI r BERENS
SalmonellalB&. ShigellaBE DN BEFEICE LB EYILER
T SRRIBME DEAEHETT,

ERA*E

HEREZICHRE H SNTORIE IR PN IE I CERRERE L TR T L,

FRELIIEMIITE R T RBS° COF TR T TI8~24REEEL
F9, (KEARBEIZLBVTIZEL
UEEBETROEEZROBVEEIE. TOIC4RBERICERYEE
LTI T,

71

VIVE M=y I % — IR RS/
THEPINELS - LY SRR

HROF &S 251150 : 1008 (10¥X 10X 1) —7)

HERY (FEBK1LE D)

VILER—=ILFIIR YO Y+ — X iEH

ﬁﬁ;\/_ﬂg;ﬁ’{b/qjh\/ ................................................
tt,r\/_g’i;ﬁ{b/\oj’h\/ ................

ERERR— R TV R TR
D-VILE k=)L
ﬁﬂﬂ“@iﬁ ..............
=Y (o al ML

%3{ .............................................................................. 135g

DT F NI Ly ceveeeeeenns
DIV T VEZ T L
}jﬁﬁ%j—hl)rj_& ............
A= FTILLYR e
JOLOLY—=ILS=T)L -
%3{ .............................................................................. lSOg
pH7.440.2

VILER=ILERITy O+ — 1B X
mEEERE%/ATCC™
Escherichia coli 0157
ATCC 35150

Escherichia coli

ATCC 25922
Pseudomonas aeruginosa
ATCC 10145

Enterococcus faecalis
ATCC 29212

HERSE
RFBHE

RFAFEB EVI~RETEEHDIO=—
RFBFHE

HEMEE

TEHIVERT -7 BRI
& B EIRER/ATCC™
Salmonella Thphimurium
ATCC 14028

Shigella sonnei

ATCC 9290

Citrobacter koseri

ATCC 27156
Pseudomonas aeruginosa
ATCC 27853
Staphylococcus aureus
ATCC 25923

HEESE
REFBFE KR ELE

RFBFHE
RUFBHE
REFBHERE

REMEE

MR BRRE DR ICIFENZHTAERRZAVREEZER L TTEE L,



palCib=iu

fEARIIEH

HILERT « O SEKIGH
CT-VILER=ILEMTy A+ —IBXIEH

HAROFES 251157 : 1008 (10X 10X 1) —7)

Salmonella Thphimurium
Escherichia coli 0157

HmE

RIS I C2OBEDEMA A TS 3L DICHEAEDENT(E
FITRhER D B L\IEH T = @BIEND S Salmonella|E & Shigella/@

PEEEEICELIYILERS V7 SRR ORREAE
EOLSTORBHSEE ICEL/CT-VILER =AMy OV F—I|IF
KB E DBABHETT,

ERBE

HEREZICRE E SNRIE RPN IE M ICEREREL TR TV
HIE LM TER R T R COF RBIRM T TI8~24RREIEEL
F9, (KEARBEIZLBVTIZEL
24%&5%%?%@%% n/u&bfc—%b\i
LTI T,

Bl IBIARERICRKRYIER

72

HERE (FEEIK1LE D)
HILVERT 7 FEKEM
HEA Y —FEHERT Y 2.5g
BIRER — R TV VEIER TR 2.5g
F/E_II:\:Z ........................................ 5 Og

ARG veveereeeeees 8.5¢g
7Y, -l N L NIRRT 8.5g
71)&@57\/%:7L\ ................................................... lOg
FAIREF NIT L

Za—RILLYR e

TUNTURI )=

= e 13.5¢

CT-YILER—=ILERMTy ¥ —IRXIEH
ESF—EEIERT R
A1 —EEEIER T Y .
BB — AR TR TR, e 1.5g
D_\/)I/E"\_)l/ ............................................................... lOOg
BESHEEAG - veeeveenee
b:=X (ol NULwVINIEREER
Ta—FI)LLwWR e
DIVZZILNAF Ly oo
"zj‘ff\"\/h ,,,,,,,,,,,,,,,,,,

g% .............................................................................. l35g
pH7.140.2

FILERT DT SRR IEH
mEEEEM/ATCC™
Salmonella Thphimurium
ATCC 14028

Shigella flexneri

ATCC 12022

Escherichia coli

ATCC 25922

Enterococcus faecalis
ATCC 29212

HEEE
REFBFEE K REE

RFRHES HE
REMEE

HEMEE

CT-YILER=ILRMYya >+ — I EXE
SREEEE/ATCC™

Escherichia coli 0157

ATCC 35150

Escherichia coli

ATCC 25922

Proteus mirabilis

ATCC 12453

HERLE
RFB3H

REMEE

HEMEE

MR SRREORT AN S AERRZAVREEREL TZE W,



I IE EE Y
BRI ERS S SRR/
CTYIVE F=ILRIIRy T~ IR LDIP

HROF &S 251513 : 10082 (10¥X 10X 1) —7)

fEARIIEH

HERE (FERIKILED)
TEHILERT 7 SBEREEM
7]-114/ H’Hﬁ;%’ﬂ:/\c"j'\/ ................................................ 40g
PR — R T B R TR 40g
WI#Z ........................................ 30g
AR 10.0g
=] - TITTTIen 10.0g
) HEH—@E .................. 50g
g T --*-"-: " ! 7AannY,. -t N Ly 3 N T OO P O DO P PP PP PP P 5.0g
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